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3 


<110> 


APPLICANT 


: Pompejus, 


Markus 


















4 






Kroger, Burkhard 
























5 
6 






Schroder, Hartwig 
Zelder, Oskar 












ENTERED 




7 






Haberhauer , Gregor 






















9 


<120> 


TITLE 


OF 


INVENTION: CORYNEBACTERIUM GLUTAMICUM GENES 


ENCODING PROTEINS 


10 






INVOLVED 


IN DNA REPLICATION, 


PROTEIN 


SYNTHESIS, 








11 






AND PATHOGENESIS 
























13 


<130> 


FILE 


REFERENCE: BGI-130CP 




















15 


<140> 


CURRENT APPLICATION NUMBER: US 09/604, 693A 










16 


<141> 


CURRENT FILING DATE: 


2000 


-06- 


27 
















18 


<160> 


NUMBER OF 


SEQ 


ID NOS: 


432 




















20 


<210> 


SEQ ID NO 


: 1 


























21 


<211> 


LENGTH: 965 


























22 


<212> 


TYPE: 


DNA 




























23 


<213> 


ORGANISM: 


Corynebacterium glutamicum 














25 


<220> 


FEATURE : 




























26 


<221> 


NAME/KEY : 


CDS 


























27 


<222> 


LOCATION: 


(1) 


..(942) 






















28 


<223> 


OTHER 


INFORMATION 


: RXN00625 


















30 


<400> 


SEQUENCE : 


1 


























31 


ggc 


acc 


gat 


gaa 


gac 


tac 


ate 


cgc 


gtc 


gec 


ttc 


ate 


tac 


gac 


caa 


acc 


48 


32 


Gly 


Thr 


Asp 


Glu 


Asp 


Tyr 


He 


Arg 


Val 


Ala 


Phe 


He 


Tyr 


Asp 


Gin 


Thr 




33 


1 










5 










10 










15 






35 


acc 


gtc 


aag 


ccc 


gtc 


ggc 


gaa 


tec 


cga 


ate 


ttc 


gac 


gac 


gca 


gec 


ttc 


96 


36 


Thr 


Val 


Lys 


Pro 


Val 


Gly 


Glu 


Ser 


Arg 


He 


Phe 


Asp 


Asp 


Ala 


Ala 


Phe 




37 










20 










25 










30 








39 


acc 


ggc 


acc 


gca 


cgc 


cag 


cca 


etc 


gca 


cag 


gaa 


ttc 


cag 


cca 


etc 


aac 


144 


40 


Thr 


Gly 


Thr 


Ala 


Arg 


Gin 


Pro 


Leu 


Ala 


Gin 


Glu 


Phe 


Gin 


Pro 


Leu 


Asn 




41 








35 










40 










45 










43 


gac 


age 


gag 


aaa 


tec 


ttc 


gtc 


ggc 


gta 


gtc 


aac 


cac 


ttc 


aag 


tec 


aag 


192 


44 


Asp 


Ser 


Glu 


Lys 


Ser 


Phe 


Val 


Gly 


Val 


Val 


Asn 


His 


Phe 


Lys 


Ser 


Lys 




45 




50 










55 










60 












47 


ggc 


tct 


gtc 


act 


cgt 


gga 


gac 


gee 


gac 


acc 


ggc 


gac 


ggc 


caa 


ggc 


aac 


240 


48 


Gly 


Ser 


Val 


Thr 


Arg 


Gly Asp 


Ala 


Asp 


Thr 


Gly Asp 


Gly 


Gin 


Gly 


Asn 




49 


65 












70 










75 










80 




51 


aac 


gec 


aac 


gtt 


cgc 


gtc 


gca 


cag 


gca 


cag 


gca 


etc 


ate 


gac 


cac 


ctg 


288 


52 


Asn 


Ala 


Asn 


Val 


Arg 


Val 


Ala 


Gin 


Ala 


Gin 


Ala 


Leu 


He 


Asp 


His 


Leu 




53 












85 










90 










95 






55 


gaa 


aac 


cag 


gac 


gac 


tgg 


gca 


tec 


aag 


cca 


ate 


ttc 


ate 


etc 


ggc 


gac 


336 


56 


Glu 


Asn 


Gin 


Asp 


Asp 


Trp 


Ala 


Ser 


Lys 


Pro 


He 


Phe 


He 


Leu 


Gly 


Asp 




57 










100 










105 










110 








59 


acc 


aac 


tec 


tac 


gec 


aag 


gaa 


acc 


gcg 


atg 


acc 


acc 


ctt 


tac 


ggc 


get 


384 


60 


Thr 


Asn 


Ser 


Tyr 


Ala 


Lys 


Glu 


Thr 


Ala 


Met 


Thr 


Thr 


Leu 


Tyr 


Gly 


Ala 




61 








115 










120 










125 










63 


ggc 


tac 


acc 


aac 


ate 


gec 


acc 


gaa 


ttc 


gac 


get 


ggc 


tac 


age 


tac 


cag 


432 


64 


Gly 


Tyr 


Thr 


Asn 


He 


Ala 


Thr 


Glu 


Phe 


Asp 


Ala 


Gly 


Tyr 


Ser 


Tyr 


Gin 
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65 




130 










135 










140 












67 


ttc 


tec 


ggc 


cgc 


att 


crcrc 


age 


etc 


gac 


cac 


gca 


etc 


acre 
yy^ 


aac 


gaa 


gca 


480 


68 


Phe 


Ser Gly Arg 


He 


Glv 


Ser 


Leu 


Asp 


His 


Ala 


Leu 


Glv 


Asn 


Glu 


Ala 




69 


145 










150 










155 










160 




71 


gCC 


atg 


aag 


cac 


gtc 


ate 


gac 


gcc 


aaa 
y a y 


ate 
y 


tacr 
L yy 


gac 


ate 


aac 


get 


gac 


528 


72 


Ala 


Met 


Lvs 


His 


Val 


He 


Asp 


Ala 


Glu 


Val 


TrD 


Asp 


He 


Asn 


Ala 


Asp 




73 










165 










170 










175 






75 


gaa 


gca 


ate 


gca 


ttc 


gaa 


tac 


tec 


cert 
^y 


cga 


etc 


aac 


aac 


acc 


tec 


gac 


576 


76 


Glu 


Ala 


lie 


Ala 


Phe 


Glu 


Tvr 


Ser 


Ara 


Arcr 


Leu 


Asn 


Asn 


Thr 


Ser 


Asp 




77 








180 










185 










190 








79 


gta 


ttc 


cacr 
y a y 


aac 


aac 




ttc 


cgc 


tec 


tec 


gac 


cac 


gac 


ccg 


ate 


aag 


624 


80 


Val 


Phe 


Glu 


Asn 


Asn 


Val 


Phe 


Arcr 


Ser 


Ser 


Asp 


His 


Asp 


Pro 


He 


Lys 




81 






195 










200 










205 










83 


CftC 




ttc 


aac 


etc 


age 


aaa 
y u y 


acc 


act 


aaa 
y ^y 


ccc 


acc 


att 


ccg 


gta 


y a y 


672 


84 


Val 


Glv 


Phe 


Asn 


Leu 


Ser 


Glu 


Thr 


Thr 


Glu 


Pro 


Thr 


He 


Pro 


Val 


Glu 




85 




210 










215 










220 












87 


ccc 


act 


gat 


cct 


gca 


gaa 


cct 


acc 


gat 


cca 


act 


acc 


cca 


gtt 


aag 


cca 


720 


88 


Pro 


Thr 


Asp 


Pro 


Ala 


Glu 


Pro 


Thr 


Asp 


Pro 


Thr 


Thr 


Pro 


Val 


Lys 


Pro 




89 


225 










230 










235 










240 




91 


act 


gat 


ccg 


gta 


era a 

y a y 


acc 


acg 


gat 


cca 


tct 


gag 


cca 


acc 


gac 


cct 


gca 


768 


92 


Thr 


Asp 


Pro 


Val 


Glu 


Thr 


Thr 


Asp 


Pro 


Ser 


Glu 


Pro 


Thr 


Asp 


Pro 


Ala 




93 










245 










250 










255 






95 


gaa 


cct 


act 


gat 


cca 


ar*1~ 
y uL 


gaa 


cca 


act 


gac 


cct 


gag 


gaa 


acg 


aag 


aag 


816 


96 


Glu 


Pro 


Thr 


Asp 


Pro 


Ala 


Glu 


Pro 


Thr 


Asp 


Pro 


Glu 


Glu 


Thr 


Lys 


Lys 




97 








260 










265 










270 








99 


cca 


gag 


gag 


ccg 


aag 


aac 


cct 


fieri - 

yy L 


tec 


tec 


aac 


gga 


age 


tec 


caa 


tac 


864 


100 


Pro 


Glu 


Glu 


Pro 


Lys 


Asn 


Pro 


Gly 


Ser 


Ser 


Asn 


l Gly 


Ser 


Ser 


Gin 


Tyr 




101 






275 










280 










285 










103 


gcc 


acc 


att 


gca 


gca 


ate 


ate 


gca 


gca 


ate 


eta 


ggt 


gcc 


att 


get 


ttg 


912 


104 


Ala 


Thr 


He 


Ala 


Ala 


He 


He 


Ala 


Ala 


lie 


Leu Gly 


Ala 


He 


Ala 


Leu 




105 




290 










295 










300 












107 


gcc 


ttc 


cag 


ttc 


ttc 


cat 


tea 


agt 


tct 


aat 


taactcttag 


ggagtaatcc 


962 


108 


Ala 


Phe 


Gin 


Phe 


Phe 


His 


Ser 


Ser 


Ser 


Asn 
















109 


305 










310 
























111 


cct 


































114 


<210> SEQ ID NO 


: 2 


























115 


<211> LENGTH: 314 


























116 


<212> TYPE: 


PRT 




























117 


<213> ORGANISM: 


Corynebacterium 


glutamicum 














119 


<400> SEQUENCE: 


2 


























120 


Gly Thr Asp Glu 


Asp 


Tyr 


He 


Arg 


Val 


Ala 


Phe 


He 


Tyr 


Asp 


Gin 


Thr 




121 


1 








5 










10 










15 






123 


Thr 


Val 


Lys 


Pro 


Val 


Gly 


Glu 


Ser 


Arg 


He 


Phe 


Asp 


Asp 


Ala 


Ala 


Phe 




124 








20 










25 










30 








126 


Thr Gly 


Thr 


Ala 


Arg 


Gin 


Pro 


Leu 


Ala 


Gin 


Glu 


Phe 


Gin 


Pro 


Leu 


Asn 




127 






35 










40 










45 










129 


Asp 


Ser 


Glu 


Lys 


Ser 


Phe 


Val 


Gly 


Val 


Val 


Asn 


His 


Phe 


Lys 


Ser 


Lys 




130 




50 










55 










60 












132 


Gly Ser Val 


Thr 


Arg 


Gly Asp 


Ala 


Asp 


Thr Gly Asp 


Gly 


Gin 


Gly Asn 
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133 


65 










70 










75 










80 


135 


Asn 


Ala 


Asn 


Val 


Arg 


Val 


Ala 


Gin 


Ala 


Gin 


Ala 


Leu 


lie 


Asp 


His 


Leu 


136 










85 










90 










95 




138 


Glu 


Asn 


Gin 


Asp 


Asp 


Trn 
xx t J 


Ala 


Ser 


Lys 


Pro 


He 


Phe 


He 


Leu 


Gly Asp 


139 








100 










105 










110 






141 


Thr 


Asn 


Ser 


Tyr 


Ala 


Lys 


Glu 


Thr 


Ala 


Met 


Thr 


Thr 


Leu 


Tvt 

JL 


Gly Ala 


142 






115 










120 










125 








144 


Gly Tyr 


Thr 


Asn 


He 


Ala 


Thr 


Glu 


Phe 


Asp 


Ala 


Glv 




Ser 


Tyr 


Gin 


145 




130 










135 










140 










147 


Phe 


Ser 


Gly Arg 


He 


Glv 


Ser 


Leu 


Asp 


His 


Ala 


Leu 


Glv 


Asn 


Glu 


Ala 


148 


145 










150 










155 










160 


150 


Ala 


Met 


Lys 


His 


Val 


He 


Asp 


Ala 


Glu 


Val 




Asp 




Asn 


Ala 


Asp 


151 










165 










170 










175 




153 


Glu 


Ala 


He 


Ala 


Phe 


Glu 


Tyr 


Ser 


Arg 


Arg 


Leu 


Asn 


Asn 


Thr 


Ser 


Asp 


154 








180 










185 










190 






156 


Val 


Phe 


Glu 


Asn 


Asn 


Val 


Phe 


Arg 


Ser 


Ser 


Asp 


His 


Asp 


Pro 


He 


Lys 


157 






195 










200 










205 








159 


Val 


Gly 


Phe 


Asn 


Leu 


Ser 


Glu 


Thr 


Thr 


Glu 


Pro 


Thr 


He 


Pro 


Val 


Glu 


160 




210 










215 










220 










162 


Pro 


Thr 


Asp 


Pro 


Ala 


Glu 


Pro 


Thr 


Asp 


Pro 


Thr 


Thr 


Pro 


Val 


Lys 


Pro 


163 


225 










230 










235 










240 


165 


Thr 


Asp 


Pro 


Val 


Glu 


Thr 


Thr 


Asp 


Pro 


Ser 


Glu 


Pro 


Thr 


Asp 


Pro 


Ala 


166 










245 










250 










255 




168 


Glu 


Pro 


Thr 


Asp 


Pro 


Ala 


Glu 


Pro 


Thr 


Asp 


Pro 


Glu 


Glu 


Thr 


Lys 


Lys 



169 260 265 270 

171 Pro Glu Glu Pro Lys Asn Pro Gly Ser Ser Asn Gly Ser Ser Gin Tyr 

172 275 280 285 

174 Ala Thr He Ala Ala He He Ala Ala He Leu Gly Ala He Ala Leu 

175 290 295 300 

177 Ala Phe Gin Phe Phe His Ser Ser Ser Asn 

178 305 310 

181 <210> SEQ ID NO: 3 

182 <211> LENGTH: '362 

183 <212> TYPE: DNA 

184 <213> ORGANISM: Corynebacterium glutamicum 

186 <220> FEATURE: 

187 <221> NAME/KEY: CDS 

188 <222> LOCATION: (1)..(339) 

189 <223> OTHER INFORMATION: FRXA00625 

191 <400> SEQUENCE: 3 

192 tec gac cac gac ccg ate aag gtc gga ttc aac etc age gag acc act 4 8 

193 Ser Asp His Asp Pro He Lys Val Gly Phe Asn Leu Ser Glu Thr Thr 

194 1 5 10 15 

196 gag ccc acc att ccg gta gag ccc act gat cct gca gaa cct acc gat 96 

197 Glu Pro Thr He Pro Val Glu Pro Thr Asp Pro Ala Glu Pro Thr Asp 

198 20 25 30 

200 cca act acc cca gtt aag cca act gat ccg gta gag acc acg gat cca 144 

201 Pro Thr Thr Pro Val Lys Pro Thr Asp Pro Val Glu Thr Thr Asp Pro 

202 35 40 45 
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192 



240 



204 


tct 




cca 


acc 


gac 


cct 


gca 


gaa 


cct 


act 


gat 


cca 


y u l 


y clcl 




a r* "t~ 


205 


Ser 


Glu 


Pro 


Thr 


Asp 


Pro 


Ala 


Glu 


Pro 


Thr 


Asp 


Pro 


Ala 


Glu 


Pro 


Thr 


206 




50 










55 










60 










208 


gac 


cct 


gag 


gaa 


acg 


aag 


aag 


cca 


era g 


era cr 
y ay 


ccg 


aag 


aac 




y y L 




209 


Asp 


Pro 


Glu 


Glu 


Thr 


Lys 


Lys 


Pro 


Glu 


Glu 


Pro 


Lys 


Asn 


Pro 


Gly 


Ser 


210 


65 










70 




















O \J 


212 


tec 


aac 


gga 


age 


tec 


caa 


tac 


gee 


acc 


att 


gca 


gca 


ate 


ate 


gca 


gca 


213 


Ser 


Asn 


Gly 


Ser 


Ser 


Gin 


Tyr 


Ala 


Thr 


He 


Ala 


Ala 


He 


He 


Ala 


Ala 


214 










85 










90 










95 




216 


ate 


eta 


ggt 


gee 


att 


get 


ttg 


gee 


ttc 


cag 


ttc 


ttc 


cat 




ciy L- 




217 


He 


Leu 


Gly 


Ala 


He 


Ala 


Leu 


Ala 


Phe 


Gin 


Phe 


Phe 


Hi <? 


Cpr 


Cpr 
OC1 


Cpr 


218 








100 










105 










11U 






220 


aat 


taactcttag ggagtaatcc cct 


















221 


Asn 
































225 


<210> SEQ ID NO 


: 4 
























226 


<211> LENGTH: 113 
























227 


<212> TYPE: 


PRT 


























228 


<213> ORGANISM: 


Corynebacterium 


glutamicum 












230 


<400> SEQUENCE: 


4 
























231 


Ser 


Asp 


His 


Asp 


Pro 


He 


Lys 


Val 


Gly 


Phe 


Asn 


LiCU 




C\ n 
vjXU 


T 1 Vi r 
X 111 


X 111 


232 


1 








5 










10 










1 S 
1 J 




234 


Glu 


Pro 


Thr 


He 


Pro 


Val 


Glu 


Pro 


Thr 


Asp 


Pro 




Vjl li. 


rl U 


± 111 




235 








20 










25 
















237 


Pro 


Thr 


Thr 


Pro 


Val 


Lys 


Pro 


Thr 


Asp 


Pro 


Val 




-L 11 J. 


± in 


A cn 


Prn 
riu 


Z. J (J 






35 










40 










A K 








240 


Ser 


Glu 


Pro 


Thr 


Asp 


Pro 


Ala 


Glu 


Pro 


Thr 


Asp 


Drn 


Ala 
nla 




rl (J 


T 1 Vi T" 
X 111 


241 




50 










55 










60 










243 


Asp 


Pro 


Glu 


Glu 


Thr 


Lys 


Lys 


Pro 


Glu 


Glu 


Pro 


Lys 


Asn 


r J.U 




Cot* 


244 


65 










70 










75 












246 


Ser 


Asn 


Gly 


Ser 


Ser 


Gin 


Tyr 


Ala 


Thr 


He 


Ala 




Tip 
lie 


lie 


rtia 


Ala 
nlu 


247 










85 










90 










QS 
y -J 




249 


He 


Leu 


Gly 


Ala 


He 


Ala 


Leu 


Ala 


Phe 


Gin 


Phe 


Phe 


His 


Ser 


Ser 


Ser 


250 








100 










105 










110 






252 


Asn 
































256 


<210> SEQ ID NO: 


: 5 
























257 


<211> LENGTH: 1768 
























258 


<212> TYPE: 


DNA 


























259 


<213> ORGANISM: 


Corynebacterium 


glutamicum 












261 


<220> FEATURE: 


























262 


<221> NAME/KEY: 


CDS 
























263 


<222> LOCATION: 


(101) . . (1768) 


















264 


<22 3> OTHER 


INFORMATION: 


RXN02943 
















266 


<400> SEQUENCE: 


5* 
























267 


aactgecagg tcgaccaaat tgctcgccaa 


gcagactccg 


aaaaacaegg gtaattcata 


269 


tggcttgtat ctaatccata ctgaacagag 


gacctctcct 


atg 


tct 


cgc 


att 


tct 


270 
























Met 


Ser 


Arg 


He 


Ser 


271 
























1 








5 


273 


gcg 


cgc 


act 


ctg 


gca 


ate 


gca 


ctt 


gec 


ggt 


gca 


acc 


gcg 


gee 


age 


ctg 


274 


Ala 


Arg 


Thr 


Leu 


Ala 


He 


Ala 


Leu 


Ala 


Gly Ala 


Thr 


Ala 


Ala 


Ser 


Leu 



288 



336 



362 



115 



163 



file://C:\Crf3\Outhold\VsrI604693A.htm 



12/6/01 



Page 5 of 7 



RAW SEQUENCE LISTING DATE: 12/06/2001 

PATENT APPLICATION: US/09/604 , 693A TIME: 16:25:52 



Input Set : D:\seqlistcorx.txt 

Output Set: N:\CRF3\12062001\I604693A.raw 



97 S 

Z f _J 










1 0 
1 u 










1 s 

X ~J 








90 






Oil 


y 


rrrr 


gut. 


t-v^a 


y L»a. 


gca 


Cl OCX 


y l u 


aaf 

a a l. 


f r 
oo i— 


y Li. y y a 


aUL 


yiyL 




s~r -\~ 

g i-c 


911 

Z 1 1 


97ft 

Z / O 


Ala 


val 


Va 1 
V d J. 


rr X kJ 


Ala 
nla 


Ala 
nla 


rpVi r 
1 111 


Ala 

nlu 


Aon 
noil 


D rn 
riu 


Ala (ll v 
nia Vjiy 


1 111 


Ala 

nXa 


D rp 
f XQJ 


Va 1 
v a i 




97Q 

Z / j 








9 ^ 
Z D 










70 








7 S 








9ft1 


CI 


n p» /~i 


y ci ci 


Cl L-V_ 


La iw 


y aa 


ggo 


yy u 


rrrra 

y y a 


a a r» 
aaL 


ay V" y y a. 


"t* Pff 

xcg 


rr n 

l. uy 




r f" r* 


9 SQ 
z j y 


282 


lie 


Asn 


Glu 


11C 


xyx 


fil n 


Gly 


Gly 


Gly 


Asn 


Ser Gly 


Ser 


Leu 


Phe 


Ser 




ZOj 






4.0 


















so 










9RS 

Z. O ~J 


a A c 


fT 3 

yao 


r r n 


ar r 


gag 


+- r> 




=j ^ /-^ 


LLa 




LOa y y y 


y at 


ar r 


~\~ r> 


-j- /-« 


70 7 


286 


Asn 


nop 


Phe 


11C 


ulU 




i yx 


Asn 


pro 

sr 1 VJ 


Thr 


Cpr (^1 V 

o ci vjiy 


A cn 
no^ 


He 


C y 

OC1 


Leu 




9 R7 

AO/ 














fiO 




















9ftQ 


gaC 




tgg 


age 


gtt 


acc 


Lot 


tdo 


gca 


gee 


aac ggt 


aac 


tec 


ggc 


gga 


7 S S 
j J J 


9Q0 
z, y\j 




viiy 


Trp 


Ser 


Va 1 

Vul 


X 111 


iyr 


Tx/r 

iyr 


Al a 


Ala 
nla 


A c n fll v 
noil uiy 


A cn 
no 11 


Qor 

Del 


oiy 


uiy 




9Q1 


70 










7 S 










ftO 
O \J 








ft S 




OQ-3 


aCC 


aca 


aac 


ctg 


acc 


99 a 


aac 


n t- r> 


cct 


gec 


aac ggt 






etc 




4 0 7 
fl U 0 


294 


Thr 


Thr 


Asn 


Leu 


Thr 


Gly 


Asn 


He 


Pro 


Ala 


n o ii vj i y 


- 1 y x 


Tvr 
xyi 


Leu 


He 




9QS 










q n 


















1 00 






9 Q7 

Z :? / 


Cag 


caa 


cgc 


gca 




age 


aac 


aac 


acc 


ggc 


gec cug 


cct 


acc 


cca 


gac 


A S 1 
fi 3 X 


2 98 


Gin 


m n 

VjI 11 


Arg 


Ala 




Qor 
OCX 


Ion 
11 


Sen 
noil 


Thr 

X 111 


o xy 


Ala T.^n 
nlu JjcU 


Pro 
i x w 


Thr 

X 111 


Pro 

rlU 


A GO 

nop 




9 QQ 
Z3 J 








105 










110 
xx U 








1 1 R 








"3 o i 

J U 1 


gee 


acc 


ggt 


aac 


+■ -1- ct 


gca 


a rr 

dug 




gee 


tec 


/*iaa /*t /t ^ 

Caa gga 


tea 


g 


gca 


ctg 


A Q Q 

f± J Z7 


302 


Ala 


Thr 


Gly Asn 


T,Q|1 


Ala 


Mpt 


Gly 


Ala 


O " X 


vjxii uxy 


C /2» 
OCX 


Val 


Ala 


T,on 
ucu 




70 7 

J u o 






120 










1 9 s 








1 70 










^os 

yj *j 




y uL 


aac 


tct 


yy <•* 


c^r a 


app 




rra 
y cil> 


pfr 


y y y a 


tfp 


gg u 


rr rr 

yy c 


a rrr 
ciLy 


SA7 


306 


Thr 


Asp 


Asn 


Ser 


Gly 


Leu 


Thr 


Ala 


Asp 


Leu 


Val Gly 


Phe 


Gly 


Gly 


Thr 




707 




1 7 S 

1 J J 










14 0 
x f4 U 








1 A ^ 












Ju" 


tec 


a +■ rr 
dug 


ttt 


gaa 


99 a 


aca 


get 


get 


gca 


cct 


gag acc 


age 


aac 


aaa 


utg 


J> J 


Jlu 


Del 


Mot 


Phe 


Glu 




Thr 
X 111 


Ala 
nla 


Ala 
nla 


Ala 

rlXCt 


r X \J 


nln Thr 
UlU X 111 


Qor 


Asn 


xjy o 


Leu 




J X X 


1 RO 










l j j 










i £n 








i ^ s 

ID J 






LC L 


rr+- r 


caa 


cgc 


aaa 


gaa 


rr-r--r- 




get 


gac 




aac 


aac 


tec 


g Ld 


A 7 
D ft J 


J 14 


O CI 


Va 1 

Val 


Gin 


Arg 


xjy o 


UlU 


Va 1 
v ci x 


uiy 


Ala 
nla 


Asp 


O til noJJ 


Asn 


Asn 


Cor 
Ocl 


Va 1 
v a i 




t: 

Jl J 










17 0 
x / u 










1 7^ 








1 ftO 
X 0 u 






717 
j X / 


gac 


ttc 


gag 


act 


99 a 


get 


cca 


act 


cca 


acg 


tuo ucg 


gga 


gga 


tec 


get 




71 ft 


Asp 


Phe 


Glu 


Thr 


Uljf 


Ala 

nia 


rr -LvJ 


Thr 

X 111 


rlU 


X 11X 


CJot* Cor 
o cl ot:l 


vjxy 


uiy 


Cor 

OCX 


Ala 
nla 




71 Q 








185 










1 Q 0 








X j D 








7 01 


cct 


gtt 


gac 


cca 


ggc 


gag 


cca 


gaa 


dCL 


cca 


gua aac 


cct 




gaa 


aca 


7 7 Q 


7 9 9 


Pro 


val 


Asp 


Pro 






D ro 
ir X \J 


uiu 


Th t* 
X ill 


riU 


Va 1 A a n 
Val noli 


sf L\J 


vjxy 




Thr 
X ill 




7 9 7 
j z j 






200 










90 ^ 








910 
Z X U 












gtc 


tec 


ate 


gca 


caa 


ate 


caa 


gga 


acc 


ggt 


etc get 


acc 


cca 


etc 


gag 


/of 


326 


Val 


Ser 


He 


Ala 


Gin 


He 


Gin 


Gly 


Thr 


Gly 


Leu Ala 


Thr 


Pro 


Leu 


Glu 




327 




215 










220 








225 












329 


ggt 


cag 


acc 


gtc 


acc 


acc 


gaa 


ggt 


att 


gtc 


act gee 


gtt 


tac 


gca 


gaa 


835 


330 


Gly Gin 


Thr 


Val 


Thr 


Thr 


Glu 


Gly 


He 


Val 


Thr Ala 


Val 


Tyr 


Ala 


Glu 




331 


230 










235 










240 








245 




333 


ggt 


ggc 


ttc 


aac 


ggt 


tac 


tac 


ate 


cag 


aca 


cct gga 


tct 


ggt 


act 


gca 


883 


334 


Gly Gly 


Phe 


Asn 


Gly 


Tyr 


Tyr 


He 


Gin 


Thr 


Pro Gly 


Ser 


Gly 


Thr 


Ala 




335 










250 










255 








260 






337 


cca 


aag 


gtt 


get 


ggc 


gac 


gca 


tec 


gac 


ggc 


ate ttc 


gtc 


tac 


gtg 


gga 


931 


338 


Pro 


Lys 


Val 


Ala 


Gly 


Asp 


Ala 


Ser 


Asp 


Gly 


He Phe 


Val 


Tyr 


Val 


Gly 




339 








265 










270 








275 









^ of n and/or % a h aS beer; J^^jSSa? ^ 
>. t»kw the Sequence Uaong to insure ^gPf^ 
— j erabnailon is presented In the <^^u^ 10 
' eadn sequence using n or xaa. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/604 , 693A 



DATE: 12/06/2001 
TIME: 16:25:53 



L:17773 M:341 W 
L:17775 M:341 W 
L:17779 M:341 W 
L:17780 M:341 W 
L:17783 M:341 W 
L:17784 M:341 W 
L:17787 M:341 W 
L:17818 M:341 W 
L:17821 M:341 W 
L:17824 M:341 W 
L:28853 M:341 W 
L:28854 M:341 W 
L:28857 M:341 W 
L:28858 M:341 W 
L:28928 M:341 W 
L:28931 M:341 W 



Input Set : D:\seqlistcorr.txt 

Output Set: N:\CRF3\12062001\I604693A.raw 



( 46 ^ 


" n" 


OI" 


"Xaa" 


used / 


for 


SEQ 


ID# 


: 139 


( 46 ) 


" n" 


or 


"Xaa" 


used / 


for 


SEQ 


ID# 


: 139 




"n" 


Ui 


"Xaa " 


used / 


for 


SEQ 


ID# 


: 139 


r 46 ^ 


" n" 




" Xaa " 


used / 


for 


SEQ 


ID# 


■ 139 
. j_ j j 


( 46) 


"n" 


or 


"Xaa" 


used / 


for 


SEO 


ID# 


: 139 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:139 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:139 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


140 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


140 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


140 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


255 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


255 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


255 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


255 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


256 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


256 
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